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DNA microarray technology has now made it possible to monitor the expression levels of thousands of genes
simultaneously. Elucidating the patterns hidden in gene expression data offers a tremendous opportunity for
an enhanced understanding of functional genomics. However, there are factors which increase the challenges of
comprehending and interpreting the resulting mass of data. A first step toward addressing this challenge is the
use of clustering techniques. In this paper, we present a clustering algorithm using Data Envelopment Analysis
(DEA). This clustering groups samples which has similar expression patterns for attribute genes.
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