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The situation decomposition extracts multiple situations, each of which is a combination of an attribute set and a
case set, from relational database. We propose that we use extracted situations as aspects for the case comparison.
Compact representation is extracted using singular value decomposition, for the gene group that appeared during
the midembryogenesis of rat’s kidney. And the situation decomposition method was applied to that data. In the
results, top’s 5 situations about ETMIC criterion were the combinations of a gene set and an attribute set which

were different in each other.

It means that the situation decomposition can offer some different aspects.

The

relations between genes were investigated by using gene-attribute network of top’s two aspects. Comparing genes
becomes easy in each aspect, since the attributes which emphasize the differences between genes are selected.
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